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Absolute quantification methodology using inductively coupled

plasma mass spectrometry: from atoms to molecules and cells

YAN Xiaowen,ZHANG Bo, YANG Limin, CHEN Shi, WANG Qiuquan*®

(Key Laboratory of Spectrochemical Analysis & Instrumentation, Ministry of Education,College of

Chemistry and Chemical Engineering, Xiamen University, Xiamen 361005, China)

Abstract : A molecule is composed of atoms linked via chemical bonds,and molecules assemble into a cell, the basic unit of life,

furthermore,cells form complex and diverse organisms. Here, we briefly review the methodological developments of inductively

coupled plasma mass spectrometry from atoms to molecules and single-cell analysis in our group since the beginning of this century.

Keywords : atomic spectrometry;inductively coupled plasma mass spectrometry; bioanalysis;single-cell analysis



